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NMR data processing software

< How to hide the box indicating the range in 1D spectrum >

The PIP function allows you to display a spectrum while zooming up range/signal of interest.
To create a PIP box click the icon.
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W keys simultaneously.

If you wish to hide the blue box indicating the range displayed in the PIP box, push and hold
a right-mouse-button and unselect Options — PiP Windows. Alternatively, push the Alt and

& Datz Slate : cahe_Proton-1-2.jdf

File Options Reports Project Slicing Expansion Process View Analyze Tools Actions

[+]x]

@zl (2]p]e]a) [o]s]el+] (z]2(E

EEEEEE RN

o

Level Tool [¥]

Layers

Options

Display Modes

Draw Components

Logarithm Base

Display Units

Save Current View [V]

Restore Saved View [Shift+V]
Export To

Copy Geometry to Clipboard [+ +€]
Copy Attributes to Paste Buffer

i

AT YT~

abundance

v | Annotations [Alt+A]

¥ | cursors [Alt+C]

v

PiP Windows [Alt+W]

Integrals
Peaks
Molecules
Data
Display

File Information

Rulers

X : parts per Million : Proton

4.0

I

@ JEOL RESONANCE




